. Phylogenic tree of Receptor Membrane RING-H2 (RMRs). RMR coding sequences from representative species were aligned using ClustalΩ (EMBL-EBI). The phylogeny was then calculated with the DNAML (Maximum likelihood) program from the PHYLIP package [1], using human RNF13 as root. The numbers at the end of the branches are the RMR numbers for the RMR sequences from each species as indicated in Supplementary Table S1 . For angiosperms RMR sequences from subfamily 1 were numbered RMR1, while RMR sequences from subfamily 2 were numbered RMR2, 3, etc., with the exception of the already published rice RMR1 and 2. Gymnosperms also have two subfamilies but the relationship to the angiosperm subfamilies is unclear. In angiosperm RMR subfamilies 1 (yellow) and 2 (blue) the monocots are highlighted. In subfamily 2 the Solanaceae are also highlighted. They are absent in subfamily 1, as are also rice and legumes. Species included: the spikemoss Selaginella moellendorffii (lycopodiophyte), the moss Physcomitrella patens (bryophyte), the spruce Picea sitchensis (gymnosperm), the basal angiosperm Amborella trichopoda ; the monocots maize (Zea mays), rice (Oryza sativa), stiff brome (Brachypodium distachyon) and date palm (Phoenix dactylifera); the eudicots Arabidopsis thaliana, poplar (Populus trichocarpa), soybean (Glycine max), bean (Phaseolus vulgaris), medic (Medicago truncatula), grapevine (Vitis vinifera), tobacco (Nicotiana sylvestris) and tomato (Solanum lycopersicum).
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